Turn on the power.
Double-click on the O-Analyzer Icon.

QOsep
400
A
Q-Analyzer
for Qsep400
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Click “Connect” to link the instrument.

Disconnected Connected
[auto v] (asepaco: 38s30... ]
= Search | - ( Search )
/ [ connect | - | Disconnect |
[ (change sample/Butter | { Change Sample/Bufer |
( Pak ) [ Park |
© [ - ) -  —————
{ Open Sample Door | | Open Sample Door |

Buffer and Alignment Marker preparation:

Add Separation Buffer into “S” wells and add diH,0 into P
and W/C wells.

~S: Separation K i

~ P:Park | [ P i

TTTITITT T RWIC Wash & Clean —J

Use the droppers to fill the wells.

Each well should be 80% full. Overfilling or having
droplets left on the dividers will conduct the current and
will be hard to keep track of the changes.

B. For Alignment Marker (AM) preparation: Add 2> 20 pl
Alignment Marker (20 bp & 1000 bp, €109100) into 0.2 ml
tubes (4 tubes) and add 10 pl Mineral Oil on top (optional).

6. Click “Change Sample/Buffer”.

|@seP400: 38830...

( Search |

~ Park \

o e
L [ Open Sample Door ‘

7. Place the buffer tray on the tray holder.

8. Allocate Alignment Markers in “AM” row on the holder,
ensuring they are in the correct positions.

20-1k (€109100)
20-5k (€109102)
20-1.5k (C109109)
20-15k (C109110) I_. 20000800800

RNA-LM (C109120) 00000000000 ]
AnZiposiion2is s B Protein-LM (C104605)

AM-01 (position 1, 4, 7, 10)

User Define AM

. Use individual 0.2 ml PCR tubes for both Alignment
Markers and Size Markers.

e Centrifuge the Alignment Marker to the bottom of the
tube, removing any air bubbles.

. Remove the lids of Alignment Marker tubes.

9. Use your thumb to press the Alignment Marker tubes
tightly down into the wells.

10. Allocate the samples (sample volume 2 20 pl).
. Centrifuge the samples to the bottom of the tubes and

ensure no air bubble appears.
. Remove the lids of the tubes placed at positions A1-A12.

|aseraoo: 38830..

Components of Cartridge Kit (Cat. C405201 & C405202)

Cartridge
Alignment Marker
Separation Buffer
Dilution Buffer
Mineral Oil

Buffer Tray
Droppers

0.2 ml tubes

11. Click “Park” to move the holder ‘s:“
J
J

back to the park position. [L u (" Disconnect |
( Change Sample/Buffer

[ Open Sample Door ]

12. Unpack Cartridge:
Follow the steps outlined in “Unpacking Guide” in the
cartridge kit.

13. Open the cartridge door and insert multi-channel
cartridge, ensuring the L-shaped connector follows the
guiding groove inside the instrument.

i | :
MO

14. Close the cartridge door.

15. Click “Latch”. The cartridge information will display on the
screen after latching.

[ Lateh | EmEmm [ uniaten )
(Purge & Verify | T~ l]- [ Purge & Verity |
(_Hvcheck ) T (L Hvicheck' )
(" calibrate 1 ol Ll (_calibrate
Project Information - Project Information
User Type Basic User Type Basic
Project DirectoryD:\-Analyzer_for_Qsepd00\Result231228 Project DirectoryD:\Q-Analyzer_for_Qsepd00iResuli231228
Cartridge Information Cartridge Information

Name Name $1-0-4CH-231228-8

Expiration Date Expiration Date2024-Jun-25

Run Left Run Left 200

LastRun Date LastRunDate  2023-Nov-28
Description Description High Resolution

L] L]
Please wait a few second before 3'0 3 h 2
; -

you open the cartridge door.



Bio—Fragment Analyzer : Osep,,,
Page: 2/4

Operation Quick Start

Document No.: F0024
Ver.: ENG-F

16. Cartridge Calibration:
Calibration is necessary before its initial use to ensure
the quality of a new cartridge after shipment. Follow
the steps below:

Cartridge Performance Check X

A Please finish HV check and calibration before running any sequence.

A. Click “HV Check”. R ST
e Check if the current is stable e s vony
after HV Check. Repeat 2-3 Catibrate
times if the current remains
unstable. '
B. Click “Calibrate”. N T
*  Ensure the Alignment Marker "“L:h‘:;‘ﬁ'
is placed correctly. DO NOT Colibrate
use Size Marker or DNA
sample for calibration.

Bl

ER "

— J

T
Mipation Timeimiy

For troubleshooting, please refer to cartridge unpacking
guide for more detailed instructions.

17. Designate (D the sample positions, (2) test method,
sample duration, runs, @ result name and @ parameters.

Click on the blank column and follow these steps:

Sequence Assay

@

@

®

Click “Sample Position” to mark the sample positions on
the plate and press “OK”.

D4Q-Analyzer_for_Osepd00iResult\231226\default_PlatTyped sap x
[[ 5 ] Eai Ciear Al save | [Irup
C P Sampie hame Samgle Date Patient Hame: Patient D
C W/C ) ‘Sampie I ‘Sample Descripton
00000000000 OM ow o8 8 7 & 5 4 3 2 1
{OOOOOOOOOOOOA -
000000000 0O0CH

o¥sNeNeNoNeNeNoNoNoRoRel=IN

OQ0QCQOO00O0QCOOO0COF| [

00000000 O0OCOE| |

0000000000 0OD

00000000000 OC|[

00000000000 | |s
29899990e00en | |

[ ox_J O

Click “Method” to select the analysis method.

@ Method Selector X
Appiication oD [SL) (O Protein

Analysis Type © auaitatve () Quanttative Sample Voume (x) I

aignment arver (B 2 1000 | () Reduce @) Nomal () Enhance

Cartrigge Type (57 ] Figh Resoluion Cariridge{Shelf Lie. § Monihs )

Sample Concentration () igh (Fragment >10 ngiyl) ) Requiar (Fragment 0110 ngil) () Low Fragment- <0.1 i)

Wethod Description Range Remark
M-4-10-06-300 Sample njection 4kv 10 [10bp~5000bp
Separation kv 3005 Best Resolution: 2bp-40p
M-4-10-08-200 Sample njection 4kv 105 |10bp~5000bp
Separalion Bkv 2005 |Best Resolution: 4bp-10bp
M-4-10-10-120 Sample njection 4kv 10s | 10bp~5000bp

Separation 10kv 1205 Best Resolution” 100p~500p

T-HVPurge-08-120 HV PUIgE Tor 1208
T-Purge-120 Purge for 1208

O High vortage Purge () Purge [ Purge Modification

Customized Method

Choose the appropriate Alignment Marker if analyzing
samples with it, and then place it on the corresponding
position (Check v the box).

Enter the result name.

Sequence Assay

Open l Save IsaveAs

() = Micro Vial

CI|C=

oven | sve J 5o [ Sance Sampie " Separaton
I e | : O e S0 [ S ™
SN Sal'l'lple Method Sal‘l‘lme Sepﬂm]lull Result Name I Add Position Duration Duration m
Position Duration Duration Insert 1 k_ou\ P-“-“OM |1D |1 est Iﬁ ]
[Sample ID Delete
1 h | 7 =
| Sample ID ~| Delete up ]
@® @ ©) 4= (o)
Down | 00:06
00:00
[~ Micro vial

@ Click the “Para” icon to set parameters (Baseline Factor,
Peak Threshold, Calculate, etc.).

© Calculate Flow X
[ Bas 5 | 200 [7) Peak smoatning - |0
[ Peak Threshokd : |1000 [ Peak Defintion = |3
@ Cacuiste () Reference Marker Table |-Analyzer_for_Quep400 Reference\s1-6-C109200-20-1K rim (g
() Creale Size Marker (C108200(8M-01) Every (4__) times
Infection time of Sze Marker . [Rute_—) sec(s)
Reference Marker Tabie
T
s
Auto Assign RNA  (Eukaryotic ) (18 828 s
-
oK cancel

18. Click “Run” to start the analysis.

Sequence Assay

open | save | saveds
sam| Sample Separation
gy Sampe Method P puns P Resuit Name paral__A0_]
Position Duration Duration m
1 A-01 A M-4-10-06-300 o h Test g
’ | sample ID <] Delete |
v |
[_oow_)
00:06

[) = micro vial

Brief introduction of the Signal Chart:

290mFU) 14 T2
Yo B LR T
L)

a2
&
[SERL 21
S
o :
s Current o
S h e -— ot 3
gi 1 S
c
3
5
) .
x | Fluorescence Intensity |~
e

Migraten Timeimin)

3I@0nfic

Inc.




Bio—Fragment Analyzer : Osep,,,

Operation Quick Start

Document No.: F0024
Ver.: ENG-F

Page: 3/4

Please refer to the QOsep ,,Bio-Fragment Analyzer User Manual for detailed information.

Introduction of the Control Panel

Flle E01 Tool View Wincow Sefings Language Help

SpoomoEy 0 o

IncC.

A: Instrument Control
B: Cartridge Control
C: Project and Cartridge Information
D: Sequence Setup
E: Status Bar

Finished
(OOCOOOOO0OO0OOH .
- 0]0]0]0]0]010)0]el0]010)
in Mathod Direct Control F .
B:—:— A (aseras s 000000000000 Proceedlng
= A |000000000000E N i
1 = J ===x) |OOOO0O000O00000P umber: Remaining runs
AAd " s (OO OCOOOOOO0O
. e (EooooSD 9999909099 Pending
et e e o _CoepdoOFesui2 25 00000000 e
- e (C 85555888 U2 17 10 3 8 7 ? ? , Number: Remaining runs
Expiration Date2024-Jun-26 [elojelelelele]e]
Runlett 200 [elejelelelele]e]
e rmanan FRRPPPP9Q
o T o T
» E";‘ et ‘Qu““m‘l.‘f.. M‘mﬁ?” e tane %i Sequence Assay
D [% I Open I Save I Save As
- oo . Sample Method Sample Runs Separation Result Name Para m
v Position Duration Duration

400 B0 60 A0 30 0 20 &
e Door art Door sichUnatch

1

A-04A... M-4-10-08-160

Prefix of the result name: Tool tip will show up the

Test

Cartridge Number

Delete

=l

w

None
Sample D
Sample Name

Time

(] = microvial

previewing of the result name.
|( ) Run |

-100

-80 40

(m )st
User Definition
Adjust

00:13

60 80 100

Duration (sec.)

8

YTest]|52-0-231219-4

51A04_R1|

S~

Prefix of the result name

Sequence Number/Position/Runs

Cartridge Number

3IQ0fIC

Inc.




Description Box
.

If you would like to use with your

y PC, pl t the USB
Connect/Disconnect 5l O o pescomene

instrument.

Introduction of the Control Panel (Touch Mode)

File EGl Tool Vew Window Seilings Language Veip

2 [2E[ETE =]

| e @ )& ~)C
L =— 5 (= )

2080080080 Marker & Buffer preparation:

s Samele Hehod sample  p, Separtiar Resull Name Para Add Add = 20pl Alignment Marker into 0.2
7Ty crance ol ParkiClose - - e Ch a nge Sa m p Ie BUffe r S: Separation buffer  mi tu;es I(J4 tulfles).
comect | | RUY Comn| | [y Semecneer] ‘ ‘ } 7] ‘ P & W/C: diH,0
S— s
| peere | \ J
Cartridge Information S
" D [ v | 4 \
Senente B ‘ Down | G, 7 \ "~ Fornew cartridge, please insert the
(g — o i
Last Run Date L/ pin into the small hole of cartridge cap
Deseription 00:00 LatCh r| and press it all the way in.
L% miero viar ® Run | @)SIDP
A v
Leeen ] ["NPA“ anlmh] [M wnh“k] 100 &0 &0 “ k) [l 2 0 E = 120 Duraton fsacy| O | \ /
4 N\
Welcome to Q-Analyzer! F
vy - :wjeﬂ‘ﬂfmmﬂim p a . I After unlatch the cartridge, please wait at least 10s to open the
ser Type Jvances 'ou are not clear any operation step, you can read “Qsej . .
: T Gk Starts on watdS Vst Guiden rom BIORS wabaHe. Unlatch cartridge door. Open the door and take our the cartridge

Or you can contact with your distributor. directly might damage the instrument.

\. J
4 N

A: Instrument Control
B: Cartridge Control Recalibrate that match the “Method” to be used.
C: Sequence and Assay \ J

Make sure place alignment marker (<20 pL) and select voltage

a4 a" check Failed" message )

D: Sequence Setup - appors, plosse refor e
unpacking guide for

E: Status Bar Y e | O] FE

F: Description Box \ ropezting the sep J

a
L

4 N
Make sure you place 20yl of 20bp&1kb / 20bp&1.5kb / LM at AM
. position.
Ca I 1 brate *Hold the holder and use the thumb to press the Alignment
Marker tubes tightly down into the well.
Contact Information: \_ )
Company Name: BiOptic Inc.
Office Address: 5F., No.108, Minquan Rd., Xindian Dis., New Taipei City 23141, Taiwan ’ ’ —_
Factory Address: 4F., No.108-3,Minquan Rd., Xindian Dist., New Taipei City 23141, Taiwan | o 3 |
-

Tel: +886-2-2218-8726, Fax: +886-2-2218-8727, E-mail: service@bioptic.com.tw
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